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> {Lancet)A familial cluster of pneumonia associated with the 2019
novel coronavirus indicating person-to-person transmission: a
study of a family cluster
2019-nCoV fRSIRAIREREMER, RIPEFEAENFLE
{£2&: Kwok-Yung Yuen, FEXZE
5E8RX

® XRIEIEF— 7 AZFIHTHAR, 1ZZHKETE 6 ARSRFREFHR, 617
RREIPE SNETHIX, B 1 ARINEMSE, WINSERIBHELE
FEWHAMMERE, #8 1 HIBELEEIRAER, HEENZEIRGYRES,
1B AR AT BEHINTC BN B Y BRI


https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(20)30154-9/fulltext#%20
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> {Lancet)A familial cluster of pneumonia associated with the 2019
novel coronavirus indicating person-to-person transmission: a
study of a family cluster
2019-nCoV fRSITRAIREREMER, RI\PEFEAENFLE

{E&: Jianwei Wang, JtEiHFIER:

= =15:3%

® XEIeNHTT T HINTERARR 41 GRS, SRFEAIHIEEN
RIS ERORBISHT, ZRICHER T FBUAKAYRI TR EFE. IRPRIFERIR
BEAHIE

o IZmHVEHEESE (66%) EiMiSrmigttmy, AR —ExEN

RERIB
® IZRRENIEREARZ. . IUEEdEs. WREE, SARFIEFIE/bb

28 CT EMXNELIZR G, XS rEEtmhIipRM BRI R ERHT
BRI SIOMTHI R KR


https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(20)30183-5/fulltext#%20
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Fr 8 (n=41) ICU #¥ (n=13) 3E ICU B3 (n=28) pi

B4R, x10"/L 62(41-10.5) 11:3(5:8-121) 57(31-7:6) 0011
<4 10/40 (25%) 1/13 (8%) 9/27 (33%) 0041
4-10 18/40 (45%) 5/13(38%) 13/27 (48%)
>10 12/40 (30%) 7/13 (54%) 5/27 (19%)

PRI ER Y, x 10°/L 5.0(3:3-89) 10-6 (5:0-11-8) 44(2:0-61) 0.00069

BT, x10°/L 0-8(0:6-11) 0-4(0-2-0-8) 1.0 (0:7-11) 00041
<10 26/41 (63%) 11/13(85%) 15/28 (54%) 0:045
210 15/41 (37%) 2/13(15%) 13/28 (46%)

maER, g/L 126.0 (118-0-140.0) 122:0(111.0-128.0) 1305 (120.0-140.0) 020

/MR, x10%L 164-5(131:5-263.0) 196.0 (165-0-2630) 1490 (131:0-263.0) 045
<100 2/40 (5%) /13 (8%) 1/27 (4%) 045
2100 38/40 (95%) 12/13(92%) 26/27 (96%)

Rmismetia) , ¥ 111(101-12:4) 12:2(112-13-4) 107 (9-8-12-1) 0012

FEER S R M ERGEY S , 270 (24-2-341) 262(22:5-33.9) 277 (248-341) 057

D- ZEfk, mg/L 05(03-13) 2:4(0-6-144) 05 (0:3-08) 00042

mEH, g/L 314 (28.9-36.0) 27:9 (263-30-9) 347(302-365) 0.0066

ARBREREBE, U/L 32.0 (21.0-50.0) 49.0(29-0-115.0) 27-0(19:5-40.0) 0038

KL EEMEEN U/L 34.0 (26-0-48.0) 440 (30:0-70.0) 340 (24.0-40-5) 010
=40 26/41(63%) 5/13 (38%) 21/28(75%) 0-025
>40 15/41 (37%) 8/13 (62%) 7/28 (25%)

BRBLIFE , mmol/L 117 (95-13-9) 14.0 (11-9-32:9) 10-8 (9-4-12-3) 0-011

$#, mmol/L 42(38-48) 46(40-50) 41(3-8-46) 027

%, mmol/L 139.0 (137:0-140.0) 138.0(137:0-139.0) 1390 (137:5-140-5) 026

BIEF , umol/L 742 (575-857) 79:0(53-1-927) 73:3(57-5-847) 084
=133 37/41(90%) 11/13 (85%) 26/28 (93%) 042
>133 4/41(10%) 2/13 (15%) 2/28 (7%)

AESAEE , U/L 132:5 (62:0-219.0) 132:0 (82:0-493-0) 133.0 (61.0-189.0) 031
<185 27/40 (68%) 7/13 (54%) 20/27 (74%) 021
>185 13/40(33%) 6/13 (46%) 7127 (26%) -

LA SN , U/L 2860 (242.0-408.0) 4000 (323.0-578.0) 281.0(233.0-357:0) 00044
<245 11/40 (28%) 1/13 (8%) 10/27 (37%) 0036
>245 29/40 (73%) 12/13 (92%) 17/27 (63%) -

WEASES |, pg/mL 34(11-9.1) 33(3-0-163.0) 35(0.7-5-4) 0.08
>28(99th percentile) 5/41 (12%) 413 (31%) 1/28 (4%) 0.017

BEER, pg/mL 01(01-0-1) 01(01-04) 01(01-0-1) 0031
<01 27/39 (69%) 6/12 (50%) 21/27 (78%) 00029
20110 <025 7/39 (18%) 3/12 (25%) 4/27 (15%) “
20-2510 <05 2/39 (5%) 0/12 2/27 (7%) -
205 339 (8%) 3/12(25%)* 0/27 -

Bask X AR 40/41(98%) 13/13 (100%) 27/28 (96%) 068

DO 588 4 A b (E 32:2(310-34'5) 31:1(30-0-335) 322(311-347) 0-39

IBRPMI (IQR) M n /N (%), RPN RETMMEHBELSN. LR ICU PRHAE ICU #1889 p @RS X ?, Fisher FMINLKREE Mann-Whitney U 1238,

2019-nCoV = 2019 B ARAH, ICU = BEMPHE. * WRERVEFERUBEBR,

RiE2: B 2019-nCoV MEFNRMNTRERTLR
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> {Lancet) Genomic characterisation and epidemiology of 2019
novel coronavirus: implications for virus origins and receptor
binding
2019 FHESSIN RS RIRIFASZ NS S4HIE
Weifeng Shi, WZRF—ERKAE
5ERX

® ZHiRXY 9 FIREPRBAIRSREITERNF, REETERRTIRE,
{B5 SARS mENEAFARAIEZSEI

o XUURREIRS 2018 FIEMALRERIFMIRIERIESS SARS WRmESRIEIT,
ERMEIAR] 88%, KiRTIRIBAIRTREMER K, 5 2003 SFIEKHRY SARS fms
BRI 79%

o EBEEABLS SARS HUNZAEEXELEE, BIARAKRMBERNEEES

SARS 2L


https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(20)30251-8/fulltext
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A Synonymous mutations ) © & & .00
5 2y »$ QO OV
A Non-synonymous mutations o %1‘::\ 0’\"’ +C, 13443 o R ARV
, C C T TTTTTAAACCGGG GG A CTC .
Consensus 5 ¥ 4 } t 4 t i 3
A A
WHo1 §' } t + 3
A A
WHO3 5 + 3
g T c .
WHO4 5 4 t ¥ 3
A A
@
g  YH8o11 5 + 3
&
WH19001 5" + 3
FA
WH19004 5 + +—+ 3
AA
A
WH19005 5' + ;A 3
AA
WH19008 5' + ¢ 3
) A
I T T T T T 1
1 5000 10 000 15000 20000 25000 29829
Base pairs
Non-structural polyprotein 1ab (7096 amino acids) ‘Spike protein (1273 amino acids)
1251 +(,13443 21541 | 21549 125730
: TTTTTAAACCGGG : ]
2019-nCoV  } ' VECM 7 10b N
WH04 5_1—»—%&’“— 3
29844 base pairs 3 8 ) b
91314
Non-structural polyprotein 1ab (7092 amino acids) ‘Spike protein (‘.\2;46 amino acids)
1265 +C, 13455 21543 V. 21550 25290
MG772933 ! TTTTTAAACCGGG ' :
Bat_SL-CoVZ(C45 ' : E M7 10b N
29802 base pairs 5" s . 3
ah 8 )b
3b 91314
Non-structural polyprotein 1ab (7070 amino acids) Spike protein (1245 amino acids)
1265 +C,13389 21477 '} 21484 Ti2sam
MG772934 | TTITIARECGGG : ‘£ M7 10b N
Bat_SLCoVZX(21 5 \ p L 3
29732 base pairs
3.-,5 ) z ) b
3b 91314
Non-structural polyprotein 1ab (7073 amino acids) kSpike protein (1255 amino acids)
1265 +(,13398 21486 | 21493 7125260
TTTTTAAACCGGG H '
NC_0047183 ' EE M6 8 9a
SARS-CoV S'JM_M 3
29751 base pairs 3a’ 7a A) 9b
3b 7b8a
Non-structural polyprotein 1ab (7078 amino acids) “« Spike protein (1270 amino acids)
1279 +C, 13433 21514'; 121705 25517
TTTTTAAACCGGG b H
NC 0198433 | i ' 4b5E N
MERS-CoV 5 : 3
30119 base pairs 3 M »

»
4a 8b
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A
Strain Complete Gene region (%)
(%) 1ab 1a 1b s 3 E M 7 8 10b N 13 14
Nudleotide Bat-SL-CoVZC45 876 889 907 80 752 878 987 934 952 888 885 911 891 967
Bat-SL-CoVZX(21 875 887 903 861 747 88-9 987 934 95-2 891 885 912 895 96-7
SEqUENCEs 1 cARS-CoVGZ02 790 795 754 863 727 756 935 81 745 81 . 881 - -
A dcd Bat-SL-CoVZ(45 956 956 95.8 802 909 1000 986 93-4 87:6 942 943 732 929
Bat-SL-CoVZXC21 95-2 951 955 796 920 1000 986 93-4 884 942 943 732 929
SEQUENCES 1 SARS-CoVGZ02 82 805 956 762 731 947 901 689 82 - 903 .
B
Gene
2019-nCoV 28
Consensus
1ab
1.00
0-95+ by =~
0-90 1 =4 W r =
0-85
0-80
075
0-70
F 065+
= 0604
® 055
E 050
0454
0:40
035
030
0-25
0-20
015 — SARS-CoVGZ02
010 — BatSL-Covzcas
0054 — BatSL-CovzxC1
0 T T T | T T T T T T T T T T T
1000 3000 5000 7000 9000 11000 13000 15000 17000 19000 21000 23000 25000 27000 29000
Position
100, AY508724|SARS-CoV_NS-1
z 100| AY485277|SARS-CoV_Sinol-11
02 AY390556{SARS-CoV_GZ02|Guangzhou SARS-Cov '
AY278489|SARS-CoV_GDO1
KT444582|WIV16|Yunnan
100 1L Kv417146|Rs4231|Yunnan
KY417151|Rs7327|Yunnan
100 KY417152|Rs9401|Yunnan
MK211376|BtRs-BetaCoV/YN2018B|Yunnan
KJ473816|BtRs-BetaCoV/YN2013|Yunnan
86 KY770859|Anlong-112|Guizhou
KY417145|Rf4092|Yunnan
1004 MK211377|BtRs-BetaCoV/YN2018C|Yunnan
KY417142|As6526|Yunnan
KY417148|Rs4247|Yunnan Bat-SL-CoV y
KJ473815|BtRs-BetaCoV/GX2013|Guangxi
JX993988|Yunnan2011
100 MK211374|BtRI-BetaCoV/SC2018|China
JX993987|Shaanxi2011
K)473814|BtRs-BetaCoV/HuB2013|Hubei
DQ648857|Bat_CoV_279/2005|Hubei
1 GQ153547|HKU3-12|HK/2005
Q084200|HKU3-3|HK/2005
GQ153542|HKU3-7|HK/2007
KF294457|Longquan-140|China
WH04/2020-01-05
¥58011/2020-01-07
WH01/2019-12-26
WH03|2020-01-01
WH19002|2019-12-30
WH19008]2019-12-30 2013:80Y *
WH02|2019-12-31
76| WH19001|2019-12-30
WH19004/2020-01-01
WH19005/2019-12-30
100 100 MG772933|bat-SL-CoVZC45|Zhejiang | Bat-SLCov "
100- MG772934|bat-SL-CoVZXC21|Zhejiang AL e
KY352407|SARS-related_coronavirus|BtKY72|Kenya
100 Hibecovirus GU190215|Bat_coronavirus|BM48-31/BGR/2008|Bulgaria
- KF636752|Bat_Hp-betacoronavirus/Zhejiang2013
Nobecovirus 100 ——————— KU762338|Rousettus_bat_coronavirus|GCCDC1_356|China
b EF065513|Bat_coronavirus_HKU9-1|BF_005l|Guangdong
100 EF065509|Bat_coronavirus_HKU5-1|LMHO3f|Guangdong
Merbecovirus 'i‘_‘: EF065505|Bat_coronavirus_HKU4-1|B04f|Guangdong
100 JX869059|Human_betacoronavirus_2c_EMC/2012|HCoV-EMC|Saudi Arabia MERS-CoV ‘
; KC545386|Betacor wirus_Erinaceus/VM EU/2012|ErinaceusCoV/201 216/GER/2012|Germany
. 100, AY391777|Human_coronavirus_0C43|ATCC_VR-759|UK
Embevovirus 100 KM349744|Betacoronavirus_HKU24|HKU24-R05010I|China @
]@:HGAUZIHMurine_mmnavirus_MHV-1|lJSA
MK167038]Human_coronavirus_HKU1|SC2521|USA f
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51 domain (n=49) Sr(do:;l;ln
o

SARS-CoV
SARS-CoV
SARS-CoV.
SARS-CoV
SARS. ke LoV
SARS:lke-CoV"

|l
16 59 71 118 130 145 177 179 23 274 317
A A A oa A A
SARS CoV numbering 15 58 70 10 122 137 163 165 208 269 292
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> {bioRxiv) The digestive system is a potential route of 2019-nCov

infection: a bioinformatics analysis based on single-cell
transcriptomes

HIRSR 2019 B INRERRIEERE

Hao Zhang, BEZEEAFE_MEER

BEIRX

Ay Gk

¢ XRFIENEZEENRRNFALN S, BREHHCIERURARTRNHS

o e sEMAMRAIR- M E RIRRE RSN E ST N AEATIXR
ESTENIR RS L R E R RIA
o TARDHTRIA, HURRNRE. RBIFNEHRIIERN ERARY,
BIXMEEHERIA
iBE (Abstract)
BN 2019 F 12 B, —F#BERmS (2019 #Frigikims, 2019-

nCov) EFEMItERAEHZ—RIX, SIETXINELR, H5EETX

AHDPEEHNECKE. SEESMTIRGSIEEIABS (SARS-CoV) —
T, 2019 FEBNHRSHREIMEIRZIAME RIRELIREE 2 (ACE2) #HA
EHIE, AT O ACE2 RAMBAAEMRAELE, RE 2019 FElIRmSE
HURGRETRIATRERRE, X448, /8. B. RSB MEER
RHITT o, GEERFREF, ACE2 MXIER AT2 flilg. |RE LRMERMERL
RARFEEREA, MEERZBIIEZRER ERERTEEEREA. X

ZERFA, BURFNFRRAR 2019 BfiaiNESRRINEBEERER. Sk


https://www.biorxiv.org/content/10.1101/2020.01.30.927806v1
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A, AARAAITEEEIFIRETLECR GRS 2019 FESSImSRM
TEYESEFILE, FAREIFAIRIEGRIAFG 2019 FrEERmsREAIR
FRBERFEE RS,

A Esophagus: 87, 947
MyeloilOp .

ol

E Colon: 47, 442
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> {New England Medical Journal ) First Case of 2019 Novel
Coronavirus in the United States
EEEFIFHEEINFSRIRS
Michelle L. Holshue, #BSIfM BAESR AL DAL
BEIRX
o IZIREEIN T EEEFESNFESIEEENATERE, ARaERET
IR E E o seE AT imSNRE, FERmERERERE s
FREE-OEE
o EEHFMEKNEMNE, EEAEHFNTHREES (—FiAPIOFFEZETR
EHwm) | ERREE, BHEGHERER
® TEANRE 77X, BRIFRAFI, AEEEEETRNEI RS, RABK
RA R RBERER
Hospital
Travel
from Urgent Day Dray Day Day Day Day Day Day Day Day Day
China Work Work Home Care 1 F 3 4 5 6 7 8 ] 10 11
Day of lllness 1 2 3 4 5 13 7 3 9 10 11 12 13 14 15
Fever [C) SIS S A | R
Cough
Rhinorrhea
Fatigue
— -
- 1
Diarrhea _
Decomtort =
TR Y RETESNEREREYETE B
Date



https://www.nejm.org/doi/full/10.1056/NEJMoa2001191?query=featured_home
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Table 1. Clinical Laboratory Results.*

Reference lliness Day 6, lliness Day 7, Illness Day 9, lliness Day 11, Iliness Day 13,  Iliness Day 14,
Measure Range Hospital Day 2§ Hospital Day 3 Hospital Day 5 Hospital Day 7 Hospital Day 9 Hospital Day 10
White-cell count (per ul) 3800-11,000 “Slight decrease”™ 3120% 3300% 5400 5600 6500
Red-cell count (per pl) 4,200,000-5,700,000 _ 4,870,000 5,150,000 5,010,000 4,650,000 5,010,000
Absolute neutrophil count (per ul) 1900-7400 _ 1750% 1700% 3700 3800 3200
Absolute lymphocyte count (per pl) 1000-3900 _— 1070 1400 1400 1400 2100
Platelet count (per ul) 150,000-400,000 “Adequate” 122,000% 132,000¢ 151,000 150,000 239,000
Hemoglobin (g/dl) 13.2-170 12.2§ 14.2 148 148 135 142
Hematocrit (%) 39.0-50.0 36.0¢ 420 430 43.0 39.3 42,0
Sodium (mmol/liter) 136-145 1343 136 138 138 135% 138
Potassium (mmol/liter) 35-5.1 333 36 343 36 4.1 39
Chloride (mmol/liter) 98-107 99 101 105 106 100 103
Calcium (mg/dl) 8.7-10.4 - 853 93 9.0 8.6¢ 9.3
Carbon dioxide (mmol/liter) 20-31 — 26 24 25 23 36§
Anion gap (mmol/liter) 5-16 —_ 9 9 7 12 9
Glucose (mmol/liter) 65-140 104 103 120 9% 148§ 104
Blood urea nitrogen (mg/dl) 9-23 15 10 13 13 224 18
Creatinine (mg/dl) 0.7-1.3 10 1.06 1.06 0388 108 0384
Total protein (g/dl) 5.7-82 — 6.9 7.1 68 6.9 68
Albumin (g/dl) 3.2-48 _ 42 4.7 45 2.9% 44
Total bilirubin (mg/dl) 03-12 = 10 11 1.5§ 08 1.0
Procalcitonin (ng/ml) <0.05 —_ —_ <0.05 <0.05 - -_
Alanine aminotransferase (U/liter) 10-49 - 68§ 105§ 119§ 219§ 203§
Aspartate aminotransferase (U /liter) =33 — 378 775 85§ 129§ 89§
Alkaline phosphatase (U/liter) 46-116 — 50 68§ 88§ 137§ 163§
Fibrinogen (mg/dl) 150-450 — 477§ — - - -
Lactate dehydrogenase (U/liter) 120-246 —_ 250§ 465§ —_ - 388§
Prothrombin time (sec) 12.2-146 — 11.9% 11.9% — - 127
International normalized ratio 0.9-1.1 — 09 0.9 — — 10
Creatine kinase (U/liter) 62-325 - 353§ 332§ - = -
Venous lactate (mmolliter) 0.4-2.0 —_ 13 1.7 — — —

* To convert the values for calcium to millimoles per liter, multiply by 0.250. To convert the values for blood urea nitrogen to millimoles per liter of urea, multiply by 0.357. To convert the
values for creatinine to micromoles per liter, multiply by 88.4, To convert the values for total bilirubin to micromoles per liter, multiply by 17.1.

T Results are from point-of-care blood analyzer (iStat) testing.

4 The value in the patient was below normal.

§ The value in the patient was above normal.
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>

{Nature) First Case of 2019 Novel Coronavirus in the United
States
MR SRERERE, BAEM[MN?

Dyani Lewis, RSN DA AH DA =B ANGRETLEKERTE
THRIEZIHEBRIRRHTINT, RERRAIS BT
HmEURRERS, EFARTEEARMN, ERRBRIERAFER
B
RELRBGERAT 2-3%, EEEREKCENFHILM, HSIFEE
STk

SRIEE B ArE RS X ST ERTERRIE

{Lancet) Epidemiological and clinical characteristics of 99 cases
of 2019 novel coronavirus pneumonia in Wuhan, China: a
descriptive study
XIFELE NS 99 HIEBIRR TR FAIGRAERA R
Xinxin Zhang, L@hEERInARSFARNE

e =150

IEIGEISAS 2020 F 1 B 1 H-20 HEIXSREERZIEN 99 HIEE,
RHRSNZRAREREERIERNEESMN, FRETRTRIIAR
MZaRERE, BRI InARBGERIFER

OSSR 55.5 %, =2 " A58H, SFHEREMLRE


https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(20)30211-7/fulltext
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11 BT BEIEEREIRT AL T S EIIRE=IE

Age, years
Mean (SD)
Range
=39
40-49
50-59
60-69
=70
Sex
Female
Male
Occupation
Agricultural worker
Self-employed
Employee
Retired
Exposure to Huanan seafood market*
Long-term exposure history
Short-term exposure history
Chronic medical illness
Cardiovascular and cerebrovascular diseases
Digestive system disease

Endocrine system disease

Malignant tumour

Nervous system disease

Respiratory system disease
Admission to intensive care unit
Clinical outcome

Remained in hospital

Discharged

Died

mRk EFEERTURSIaT. MERSTFFRIWIESSFR

Patients (n=99)

555 (131)
21-82

10 (10%)
22 (22%)
30 (30%)
22 (22%)
15 (15%)

32 (32%)
67 (68%)

2 (2%)
63 (64%)
15 (15%)
19 (19%)
49 (49%)
47 (47%)
2 (2%)
50 (51%)
40 (40%)
11 (11%)
13 (13%)
1(1%)
1(1%)
1(1%)
23 (23%)

57 (58%)
31 (31%)
11 (11%)
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Patients (n=99)
Signs and symptoms at admission

Fever 82 (83%)
Cough 81 (82%)
Shortness of breath 31(31%)
Muscle ache 11 (11%)
Confusion 9 (9%)
Headache 8 (8%)
Sore throat 5 (5%)
Rhinorrhoea 4 (4%)
Chest pain 2 (2%)
Diarrhoea 2 (2%)
Nausea and vomiting 1(1%)
More than one sign or symptom 89 (90%)
Fever, cough, and shortness of breath 15 (15%)
Comorbid conditions
Any 33 (33%)
ARDS 17 (17%)
Acute renal injury 3(3%)
Acute respiratory injury 8 (8%)
Septic shock 4 (4%)
Ventilator-associated pneumonia 1(1%)
Chest x-ray and CT findings
Unilateral pneumonia 25 (25%)
Bilateral pneumonia 74 (75%)
Multiple mottling and ground-glass opacity 14 (14%)
Treatment
Oxygen therapy 75 (76%)
Mechanical ventilation
Non-invasive (ie, face mask) 13 (13%)
Invasive 4 (4%)
CRRT 9 (9%)
ECMO 3 (3%)
Antibiotic treatment 70 (71%)

Antifungal treatment 15 (15%)
Antiviral treatment 75 (76%)
Glucocorticoids 19 (19%)
Intravenous immunoglobulin therapy 27 (27%)



